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Today’s Menu
• Summary of major learning goals, 


• Course discussion and feedback  ( https://etherpad.wikimedia.org/p/bimm143_w26 ) 


• SET/CAPs evaluation  ( Link )


• Final exam 

➡ Test structure, guidelines and rules

➡ Topics and example questions

➡ Exam preparation, discussion and open study


• Polish our GitHub content and publish your own website portfolios 

https://etherpad.wikimedia.org/p/bimm143_w26
https://academicaffairs.ucsd.edu/Modules/Evals/
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Today’s Menu
• Summary of major learning goals, 


• Course discussion and feedback  ( https://etherpad.wikimedia.org/p/bimm143_w26 ) 


• SET/CAPs evaluation  ( Link )


• Project troubleshooting

• Test structure, guidelines and rules


• Topics and example questions


• Exam preparation, discussion and open study


• Polish our GitHub content and publish your own website portfolios 

https://etherpad.wikimedia.org/p/bimm143_w26
https://academicaffairs.ucsd.edu/Modules/Evals/


https://bioboot.github.io/bimm143_F22/class-material/BIMM143_exam_guidlines.pdf


https://bioboot.github.io/bimm143_F22/class-material/BIMM143_exam_guidlines.pdf


Q1. Did you enjoy this course? (Rank in relation to others you have experienced at UCSD)?


Q2. Should this course be offered again?


Q3. If so what changes would you recommend for this course? (e.g. more/less DataCamp & Projects)


Q4. Was the course effectively organized (lecture and lab material online vs handout or TritonEd site)?


Q5. What advice would you give to another student who is considering taking this course?


Q6. Considering both the limitations and possibilities of the subject matter and the course, how 
would you rate the overall effectiveness of this course and instructor?


Q7. Do you agree or disagree - The course developed my abilities and skills for the subject?


Q8. On average, how many hours per week have you spent on this course, including attending 
classes, doing homework's and assignments?


Q9. Any other comments you would like to share? EtherPad: https://etherpad.wikimedia.org/p/bimm143_w26

Form Version:  https://tinyurl.com/bimm143-end

https://etherpad.wikimedia.org/p/bimm143_w26
https://tinyurl.com/bimm143-end


Thank you very much!



Bonus:  
Bioinformatics & Genomics in Industry 

Live Stream Video

Enjoy a set of short open ended guest lectures from leading genomic 
scientists at Illumina Inc., Synthetic Genomics Inc., and the La Jolla 

Institute for Allergy and Immunology. Feel free to contact these scientists 
for networking and to have your questions about industry careers in 

Bioinformatics and Genomics answered.

Announcement!



GitHub Spit & Polish
Bonus:  





In your web browser navigate to your GitHub class repository < https://github.com/ > 

Side-note:  
To find the link to your GitHub repository from RStudio, open one of your past class 
projects and in the terminal type: 

git remote -v 

https://github.com/


Or for a given GitHub tracked file click   GIT   icon and "VIEW on GITHUB"



Head over to your GitHub class repository (where you are “pushing” all your class work)



And set the Source to “main branch" 



Scroll down again to the GitHub Pages section to find the link to your new website. 
Open this link in a New Tab of your browser: 

Side-note:



Back on the repository main page use the GitHub online editor to add content. 
In particular, add links to each classes .MD file







Here I:   (1) forked Serina’s Repo,   (2) Chose the “minimal” theme,    (3) Edited _config.yml (adding logo and title)



Here I:   (1) forked Serina’s Repo,   (2) Chose the “minimal” theme,    (3) Edited _config.yml (adding logo and title)



Here I:   (1) Chose the “minimal” theme,    (3) Edited _config.yml (adding logo and title),    (4) Edited README.md



Here I:   (1) Chose the “minimal” theme,    (3) Edited _config.yml (adding logo and title),    (4) Edited README.md



Here I:   (1) Chose the “minimal” theme,    (3) Edited _config.yml (adding logo and title),    (4) Edited README.md
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Formats for Portfolio Lab Reports
• Your Quarto lab reports (input for quarto render) likely produced pdf 

format outputs:


• Ideally we want something nicer for online viewing. Enter the gfm format 
(short for GitHub Flavored Markdown).


• We can edit our YMAL header and quarto render, git add, git commit and 
git push to test this out on GitHub… <demo>



Formats: HTML, GFM or htmlpreview
• There are three options to get “nice” lab reports on GitHub Pages


1. Link to a HTML file e.g.      [class05](class05/class05.html)

2. Create and link to a special “gfm” format (GitHub Flavored Markdown)”: 

      quarto render class05.qmd --to gfm 

3. Or you can prepend https://tmlpreview.github.io/?:

• Go to the HTML file in the GitHub repository

• Click on the "Raw" button to get the raw file URL

• Construct your link like so: https://htmlpreview.github.io/?[raw-file-url]

• This will work on both the repo README and the GitHub website…

https://htmlpreview.github.io/?%5Braw-file-url%5D


Why Vim Opens During `git pull`

• You edited a file locally and also on GitHub.com.


• Git detects the two versions don't match, so it needs to merge them.


• Git opens Vim to confirm the merge with a commit message.


• To finish the merge: type :wq and press Enter.


• To avoid this: Always run git pull before editing locally.



https://pages.github.com/themes/

https://pages.github.com/themes/


Thank you very much!
Please do fill out your CAPs evaluation ( Link! ) if you get a change. 

It is important to the courses we offer in the future and how we teach them!

https://academicaffairs.ucsd.edu/Modules/Evals?e4900527


Thank you very much!
Please do fill out your CAPs evaluation ( Link! ) if you get a change. 

It is important to the courses we offer in the future and how we teach them!

Post to GradeScope your GitHub Pages portfolio URL to GradeScope!

https://academicaffairs.ucsd.edu/Modules/Evals?e4900527


Going Further With DataCamp
https://bioboot.github.io/bimm143_F19/class-material/datacamp_extras.pdf

https://bioboot.github.io/bimm143_F19/class-material/datacamp_extras.pdf
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Bioinformatics & Genomics in Industry 

Live Stream Video
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Hands-on Lab Session

Barry Grant

http://thegrantlab.org

GitHub Copilot

http://thegrantlab.org/bimm143


GitHub Copilot



Your AI “pair programmer”

GitHub Copilot



Source: https://unruly.co/blog/article/2019/08/27/what-is-pair-programming/

https://unruly.co/blog/article/2019/08/27/what-is-pair-programming/


AI powered add-on that aims to give helpful 
suggestions when writing code or documentation

GitHub Copilot



AI pair programmer



GitHub Copilot is an AI pair programmer that offers 
autocomplete-style suggestions and real-time hints for the 

code you are writing by providing suggestions as “ghost text” 
based on the context of the surrounding code



What can GitHub Copilot do?

• It provides autocomplete suggestions while you code. 


• You can get suggestions by typing code or describing it in natural 
language (i.e. code comments or markdown text).


• Copilot analyzes your file (and related files), offering suggestions in your 
editor. 


• It uses OpenAI Codex to derive context from your code and comments, 
and then suggests new lines or entire functions.





Generative AI 
• For text generation, Generative AI just wants to predict the next word/

token/string!


• I might ask ChatGPT: > “Complete the sentence every good…”



















https://docs.github.com/en/copilot/quickstart

Quick Start Guide

https://docs.github.com/en/copilot/quickstart


• Video series from GitHub: 

• https://learn.microsoft.com/en-us/shows/introduction-to-github-
copilot/


• Blog post series: 

• https://github.blog/2023-06-20-how-to-write-better-prompts-for-github-
copilot/


• RStudio Docs: 

• https://docs.posit.co/ide/user/ide/guide/tools/copilot.html

Additional Learning Resources

https://learn.microsoft.com/en-us/shows/introduction-to-github-copilot/
https://learn.microsoft.com/en-us/shows/introduction-to-github-copilot/
https://github.blog/2023-06-20-how-to-write-better-prompts-for-github-copilot/
https://github.blog/2023-06-20-how-to-write-better-prompts-for-github-copilot/
https://docs.posit.co/ide/user/ide/guide/tools/copilot.html


The End! 

http://thegrantlab.org

http://thegrantlab.org


Thank You!

http://thegrantlab.org

http://thegrantlab.org

